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Introduction While numerous SNPs on chromosome 9p21 
have been associated with coronary artery disease (CAD) in 
various populations, there are no reports of association on this 
locus in Turkish patients with existing CAD. We assessed the 
hypothesis that the 9p21 polymorphisms may be associated 
with increased risk and severity in patients with documented 
CAD.
Methods We genotyped 220 Turkish CAD patients and 240 
Turkish disease-free controls by using real-time polymerase 
chain reaction (RT-PCR) to investigate the association between 
2 SNPs, rs1333049 and rs2383207, on chromosome 9p21 and 
CAD risk and severity. Logistic regression was used to calcu-
late the adjusted odds ratios (OR) and 95% CI.
Results: In this study, there was a signifi cant difference in the 
genotype distribution of both SNPs, rs1333049 and rs2383207, 
between CAD patients and controls (p<0.05) with OR of 1.81 
(95% CI 1.05 to 3.12) and 2.12 (95% CI 1.19 to 4.10), respec-
tively. After adjustment of CAD risk factors such as smoking, 
family history of CAD and diabetes with multivariate logistic 
regression analysis, homozygous AA genotype increased CAD 
risk with an OR of 3.69 for rs2383207 paradoxically with other 
reports conducted in different patient populations. However, 
rs1333049 had lost its signifi cance on risk of CAD with an OR 
of 0.49 after adjustment of CAD risk factors. We also found 
a signifi cant relation between rs1333049 and rs2383207 and 
GENSINI scores representing the severity of the CAD in our 
patient (p<0.001).
Conclusion This is the fi rst study on the Turkish population 
showing an association between rs2383207 and rs1333049 
polymorphisms on chromosome 9p21 and CAD. In conclu-
sion, this study suggests that the polymorphisms rs2383207 
and rs1333049 on chromosome 9p21 are associated with the 
increased risk and the severity of CAD. However, further con-
fi rmation of these fi ndings is needed.
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