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Objectives To further up investigate the distribution of CRP gene
T-757C polymorphism in the promoter region and the correlation
analysis again of the CRP gene T-757C polymorphism with the
risk of ACS in the Chinese Han population of Suwan region.
Methods This study was conducted with a case-control design
including 920 patients with ACS (ACS group) and 524 control sub-
jects without coronary artery disease (CAD) (control group). The
T-757C polymorphism in CRP gene was determined by PCR and
restriction fragment length polymorphism analysis.
Results As compared with those in control group, there was no statis-
tical differences of the frequencies of TT, TC or CC genotype, and T
allele between ACS group and controls. Multivariate logistic regression
analysis adjusting for traditional CAD risk factors such as age, gender,
smoking, hypertension, diabetes, triglycerides, low density lipoprotein
cholesterol and high density lipoprotein cholesterol indicated that
there was no significant correlation between the CRP gene T-757C
polymorphism and the risk of ACS (p>0.05).
Conclusions Conclusion: There is no significant correlation of the CRP
gene T-757C polymorphism with risk of ACS in the Chinese Han
population of Suwan region.
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