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Objectives To evaluate the association of gene Polymorphism of
inflammatory

Cytokines (IL-6-174G/C, ICAM-1K46/E, PECAM-1+125C/G,
MHC2TA-168A/G) and Coronary Heart Disease.
Methods The studies according to the correlation between gene
Polymorphism of inflammatory cytokines (IL-6-174G/C, ICAM-1
E469/K, PECAM-1+125C/G) and the risk for CHD were compre-
hensively searched. All the related studies were further strictly
selected according to the inclusion criteria. Then relevant data
were extracted for methodological eligible and heterogeneity ana-
lysis. Hierarchies analysis according to the regional distribution,
The statistical packages Statal 10.0 and Reman5.0 were applied
for investigating heterogeneity among individual studies and
summarising overall effects across studies by proper effect math-
ematical model, calculating the Pooled OR and its 95% CI, and
testing the overall effects, Egger’S test were performed for evalu-
ating the publication bias. The sensitivity analysis by different
effect model and sample size was employed for the reliability of
meta-analysis.
Results All the included studies about IL-6-174G/C polymorph-
ism and the association with the Susceptibility of CHD exist
heterogeneity, With the random effect mathematical model to
analysis the overall effect, OR=1.22, 95% CI 1.05 to 1.43, p=0.
01, Hierarchies analysis according to the regional distribution
show all the included studies of Chinese population exist hetero-
geneity, but all the studies about the European and the USA
population exist heterogeneity, all the studies about the Chinese
population with the Mantel-Haenszel fix effect mathematical
model, OR=0.38, 95% CI 0.10 to 1.44, p=0.15 use the random
effects model analysis the European and the USA’ population,
OR=124, 95% CI 1.06 to 1.46, p =0.07. All the included
studies of the Correlation between Polymorphism of ICAM-1
Gene E469K and CHD in Chinese population exist heterogeneity,
use the random effects model analysis the overall effect,
OR=2.09, 95% CI 1.40-3 to 12, p=0. 0003. a significant hetero-
geneity was found about the Correlation between Polymorphism
of PECAM-1+125L/V and CHD. With the random effect math-
ematical model, the OR for the V allele was 1.17, 95% CI 0.94
to 1.46. Hierarchies analysis according to the regional distribu-
tion, No statistical publication bias and heterogeneity was found
between 4 studies about the Caucasian population. with the
Mantel-Haenszel fix effect mathematical model, the OR for
the overall effect of V allele was 1.09, 95% CI 0.91 to 1.30, p=-
0.008. To analysis the overall effect of the Mongolia studies, the
OR for the overall effect ofV allele was 1.39, 95% CI 1.14 to
1.68.
Conclusions No association between the polymorphism of IL-6-
174G/C and coronary heart disease in Chinese population, but
associated with the European and the USA’population, people
who carries the C allele had a higher risk to be subject to coron-
ary heart disease. The ICAM-1E469K polymorphism Was asso-
ciated with coronary heart disease in Chinese population, people
who carries the K allele had a higher risk to be subjected to cor-
onary heart disease. PECAM-1+125L/V were not associated with

E139

"ybuAdoo Aq paroslold 1sanb Aq 720z ‘8T dy uo jwoofwgesyy/:dny wolj papeojumoq ‘2T0Z 1800100 8 U0 $T1°P0Z620S-2102Z-|uhieay/9sTT 0T Se paysiignd 1si1) :esaH


http://heart.bmj.com/

ABSTRACTS

coronary heart disease in Caucasian population, but associated
with the Chinese population, people who carries the V allele had
a higher risk to be subject to coronary heart disease.
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