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Objectives To investigate the association of the serum levels of CRP
with its gene polymorphisms and the risk of ACS in Chinese Han
population in Sunan region.
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1.

All the patients enrolled in this study were hospitalised in the car-
diovascular department of affiliated Wu Jin Hospital of Jiangsu
University during the period from July 2007 to December 2011,
including 443 patients with ACS (ACS group) and 225 control sub-
jects who were free from CAD (control group). ACS group was sub-
grouped into AMI, UAP male ACS, female ACS, elderly ACS,
premature ACS, male AMI, female AMI, elderly AMI, premature
AMI, male UAE female UAE elderly UAP and premature UAP
according to ACS type, gender and age stage. Clinical data such as
gender, age, history of smoking, hypertension and diabetes melli-
tus, and plasma lipids level were recorded. The CRP gene T-757C
and C+1444T polymorphisms were determined by PCR-restriction
fragment length polymorphism analysis. The serum CRP level was
measured by ELISA. Statistical analysis was performed with SPSS
17.0 software.

Results

1.

2.

There were CRP gene T-757C and C+1444T polymorphisms in
Chinese Han population in Sunan region.
The serum CRP level and its correlation with risk of ACS:

2.1 The comparison of the serum CRP levels between ACS/
AMI/UAP patien and the controls The serum CRP levels in ACS,
AMI and UAP patients were (8.220/8.166, 8.220/7.119 and 8.269/
9.179 wg/ml, respectively) significantly were higher than those in
the controls (3.584/2.277 pg/ml)(all p values less than 0.001), and
the serum CRP levels had no significant difference between AMI
and UAP patients (all p value greater than 0.05); after adjusting for
traditional CAD risk factors such as age, history of smoking, hyper-
tension and diabetes, and dyslipidemia by the Logistic regression
analysis, there was significant correlation of the serum CRP levels
with the risk of ACS/AMI/UAP [(all p values less than 0.001, OR
(95% CI) were 4.418 (2.728-7.157), 4.379 (2.578-7.439) and 5.145
(2.963-8.935, respectively)].

2.2 The comparison of the serum CRP levels between ACS/
AMI/UAP patients carrying the same genotype and the corre-
sponding controls As comparison with those in the corresponding
controls, the serum CRP levels were significantly higher in ACS/
AMI/UAP patients carrying the same genotype in T-757C (all p
values less than 0.001) and C+1444T (all p values less than 0.05)
locus; Logistic regression analysis showed that there was significant
correlation of the serum CRP levels with the risk of ACS/AMI/
UAP (all p values less than 0.05).

2.3 The comparison of the serum CRP levels between ACS/
AMI/UAP patients carrying the same genotype with the same
gender and age stage and the corresponding controls.

2.3.1 T-757C As comparison with those in the corresponding
controls, the serum CRP levels were significantly higher in ACS/
AMI/UAP patients with the same gender and age stage carrying
the same genotype in T-757C locus (all p values less than 0.05)
except for female UAP and premature ACS/AMI/UAP patients
with small sample carrying (CC+TC) genetype; Logistic regression
analysis showed that there was significant correlation of the serum
CRP levels with the risk of ACS/AMI/UAP carrying TT genotype
and female ACS/AMI or elderly ACS/AMI/UAP carrying (CC
+TC) genotype in T-757C locus with the same gender and age
stage (all p values less than 0.05).

2.3.2 C+1444T As comparison with those in the corresponding
controls, the serum CRP levels were significantly higher in ACS/
AMI/UAP patients with the same gender and age stage carrying
the same genotype in C+1444T locus (all p values less than 0.05)
except for female and premature ACS/AMI/UAP patients with
small sample carrying CT genetype; Logistic regression analysis
showed that there was significant correlation of the serum CRP
levels with the risk of ACS/AMI/UAP carrying CC genotype and
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male ACS/UAP or elderly ACS/AMI/UAP carrying the CT geno-
type in C+1444T locus with the same gender and age stage (all p
values less than 0.05).

3. Association of the serum CRP levels with the CRP gene poly-
morphisms

3.1 The serum CRP levels with the CRP gene T-757C poly-
morphism

3.2.1 ACS/AMI/UAP/control group There was no significant dif-
ference of the serum CRP levels between TT and (CC+TC) geno-
type in ACS/AMI/UAP/control group (7.244/9.076 wg/ml vs
8.601/8.009 wg/ml, 7.446/8.184 pg/ml vs 8.369/7.157 wg/ml,
6.980/9.617 wg/ml vs 8.869/9.188 pg/ml and 3.567/2.979 wg/ml vs
3.642/2.209 ng/ml, respectively) (all p value greater than 0.05);
Logistic regression analysis showed that there was no association of
the serum CRP levels with the CRP gene T-757C polymorphism in
ACS/AMI/UAP patients and non-CAD subjects without coronary
stenosis (all p value greater than 0.05).

3.2.2 ACS/AMI/UAP/control group with the same gender and
age stage There was no significant difference of the serum CRP
levels between TT and (CC+TC) genotype in ACS/AMI/UAP/
control group with the same gender and age stage (all p value
greater than 0.05); Logistic regression analysis showed that there
was no association of the serum CRP levels with the CRP gene
T-757C polymorphism in ACS/AMI/UAP patients and non-CAD
subjects without coronary stenosis with the same gender and age
stage (all p value greater than 0.05).

3.2 The serum CRP levels with the CRP gene C+1444T poly-
morphism

3.2.1 ACS/AMI/UAP/control group There was no significant dif-
ference of the serum CRP levels between CC and CT genotype in
ACS/AMI/UAP/control  group (8.148/8.287 pg/ml vs 8.550/
6.797 pg/ml, 8.220/7.262 pg/ml vs 8.095/8.433 wg/ml, 8.075/
9.432 pg/ml vs 8.550/7.241 pg/ml and 3.590/2.490 wg/ml vs
3.559/2.127 ng/ml, respectively) (all p value greater than 0.05);
Logistic regression analysis showed that there was no association of
the serum CRP levels with the CRP gene C+1444T polymorphism
in ACS/AMI/UAP patients and non-CAD subjects without coron-
ary stenosis (all p value greater than 0.05).

3.2.2 ACS/AMI/UAP/control group with the same gender and

age stage There was no significant difference of the serum CRP
levels between CC and CT genotype in ACS/AMI/UAP/control
group with the same gender and age stage (all p value greater than
0.05); Logistic regression analysis showed that there was no associ-
ation of the serum CRP levels with the CRP gene C+1444T poly-
morphism in ACS/AMI/UAP patients and non-CAD subjects
without coronary stenosis with the same gender and age stage (all
p value greater than 0.05).
Conclusions In Chinese Han population in Sunan region, elevated
serum CRP levels is relevant to risk of ACS/AMI/UAR There are no
associations of the serum CRP levels with the CRP gene T-757C
and C+1444T polymorphisms in ACS/AMI/UAP patients and
non-CAD subjects without coronary stenosis of any gender and
age stage.

Heart 2012;98(Suppl 2): E1-E319 E189

ybuAdoo Ag pajoalold 1senb Aq 20z ‘8T Idy uo /wod fwg-uesy//:dny wouy pspeojumoq "2T0Z 41800100 8 U0 TZ0Z620E-2T0Z-luleay/9eTT 0T Se paysiignd 1siy LesH


http://heart.bmj.com/

